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3 <110> APPLICANT: Kimura, Naoki 



4 Tsuchiya, Masayuki 

5 Nanami , Masahiko 

6 Tomimatsu, Takashi 

7 Kawai, Shigeto 



9 <120> TITLE OF INVENTION: Cell Death Inducing Agents 
11 <130> FILE REFERENCE: 14875-166US1 
C--> 13 <140> CURRENT APPLICATION NUMBER: US/10/582,304 
C--> 13 <141> CURRENT FILING DATE: 2006-06-09 

13 <150> PRIOR APPLICATION NUMBER: PCT/JP2004/018501 

14 <151> PRIOR FILING DATE: 2004-12-10 

16 <150> PRIOR APPLICATION NUMBER: JP 2003-415758 

17 <151> PRIOR FILING DATE: 2003-12-12 
19 <160> NUMBER OF SEQ ID NOS : 20 

21 <170> SOFTWARE: Patent In version 3.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 1572 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Mus musculus 

28 <220> FEATURE: 

29 <221> NAME /KEY: CDS 

30 <222> LOCATION: (14) (1561) 

31 <223> OTHER INFORMATION: 
W--> 33 <400> 1 
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266 Phe Gly Ser Gly Thr Lys Leu Glu lie Lys Asp Tyr Lys Asp Asp Asp 

267 500 505 510 
269 Asp Lys 

273 <210> SEQ ID NO: 3 

274 <211> LENGTH: 5 

275 <212> TYPE: PRT 

276 <213> ORGANISM: Mus musculus 

278 <400> SEQUENCE: 3 

279 Asp Tyr Phe lie His 

280 1 5 

283 <210> SEQ ID NO: 4 

284 <211> LENGTH: 17 
2 85 <212> TYPE: PRT 

286 <213> ORGANISM: Mus musculus 

288 <400> SEQUENCE: 4 

289 Trp lie Phe Pro Gly Asp Asp Thr Thr Asp Tyr Asn Glu Lys Phe Arg 

290 1 5 10 15 
292 Gly 

296 <210> SEQ ID NO: 5 

297 <211> LENGTH: 6 

298 <212> TYPE: PRT 

299 <213> ORGANISM: Mus musculus 

301 <400> SEQUENCE: 5 

302 Ser Asp Asp Phe Asp Tyr 

303 1 5 

306 <210> SEQ ID NO: 6 

307 <211> LENGTH: 10 

308 <212> TYPE: PRT 

309 <213> ORGANISM: Mus musculus 

311 <400> SEQUENCE: 6 

312 Ser Ala Ser Ser Ser Val Ser Tyr Met His 

313 15 10 

316 <210> SEQ ID NO: 7 

317 <211> LENGTH: 7 

318 <212> TYPE: PRT 

319 <213> ORGANISM: Mus musculus 

321 <400> SEQUENCE: 7 

322 Ser Thr Ser Asn Leu Ala Ser 

323 1 5 

326 <210> SEQ ID NO: 8 

327 <211> LENGTH: 9 

328 <212> TYPE: PRT 

329 <213> ORGANISM: Mus musculus 
331 <400> SEQUENCE: 8 

333 Gin Gin Arg Thr Ser Tyr Pro Pro Thr 

334 1 5 

337 <210> SEQ ID NO: 9 

338 <211> LENGTH: 402 

339 <212> TYPE: DNA 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE: 06/21/2006 

PATENT APPLICATION : US/10/582 , 304 TIME: 11:06:59 

Input Set : A:\14875-166USl.txt 

Output Set: N:\CRF4\06212006\J582304.raw 

Invalid <213> Response; 

Use of "Artificial" only as "<213> Organism" response is incomplete, 

per 1.823(b) of New Sequence Rules. Valid response is Artificial Sequence. 

Seq#:15, 16, 17, 18,19,20 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/10/582,304 



DATE: 06/21/2006 
TIME: 11:06:59 



Input Set : A:\14875-166USl.txt 

Output Set: N:\CRF4\06212006\J582304.raw 



L:13 M:270 C: Current Application Number differs, Replaced Current Application No 
L:13 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:33 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 1 , Line# : 31 
L:347 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 9 , Line# : 345 
L:429 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 11 , Line# : 427 
L:504 M:258 W: Mandatory Feature missing, <223> Blank for SEQ# : 13 , Line# : 502 
L:640 M:112 C: (48) String data converted to lower case, 
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